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ABSTRACT

Amyloid-beta (AB) deposition and altered brain structure are the most relevant neuroimaging
biomarkers for Alzheimer’s disease (AD). However, their spatial inconsistency was always
confusing and misleading. Furthermore, the relationship between this spatial inconsistency and
AD progression is unclear. The current study introduced a regional radiomics similarity network
(R2SN) to map structural MRI and AB positron emission tomography (PET) images to study their
cross-modal interregional coupling. A total of 790 participants (248 normal controls, 390 mild
cognitive impaired patients, and 152 AD patients) with their structural MRI and PET images were
studied. The results showed that global and regional R2SN coupling significantly decreased
according to the severity of cognitive decline, from mild cognitive impairment to AD dementia.
The global coupling patterns are discriminative between different APOE €4, AB, and Tau
subgroups. R2SN coupling was probed for relationships with neuropsychiatric measures and
peripheral biomarkers. Kaplan—-Meier analysis showed that lower global coupling scores could
reveal worse clinical progression of dementia. The R2SN coupling scores derived from the
coupling between AB and atrophy over individual brain regions could reflect the specific
pathway of AD progression, which would be a reliable biomarker for AD.

AUTHOR SUMMARY

Amyloid-beta (AB) deposition and altered brain structure are the most relevant neuroimaging
biomarkers for Alzheimer’s disease (AD). We introduced a novel network coupling measure
based on the regional radiomics similarity network (R2SN) to explore the potential association
between the spatial distributions of brain structure and AB based on sMRI and AP positron
emission tomography (PET) imaging. In this study, we systematically demonstrated that the
alteration of the coupling between brain networks of brain structure and AB accumulation
could serve as a predictor for revealing the distinct progression of AD.
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Spatial coupling of AD based on sMRI and PET

Regional radiomics similarity
network (R2SN):

A novel brain network from sMRI
based on the similarity of regional
radiomics features. It has been used
successfully in investigating the
individual cognitive and defining
the subtypes of mild cognitive
impairment.

Radiomics:

A powerful, robust method to extract
more detailed information from each
brain region.

Network Neuroscience

INTRODUCTION

Both amyloid-beta (AB) accumulation and altered brain structure and function are the most
relevant noninvasive biomarkers for Alzheimer’s disease (AD) across the spectrum of subjec-
tive cognitive decline, mild cognitive impairment (MCl), and AD dementia (

; ; ; ). In the classical amyloid
cascade hypothesis, it is suggested that AB aggregation and deposition in the brain paren-
chyma initiate a sequence of events that further lead to neuronal death, which eventually leads
to atrophy and dementia ( ). The idea that higher AB causes faster neu-
rodegeneration has been very influential in research ( ; ).
However, the temporal sequence and causal relationship between AB spreading and atrophy
signatures have been questioned because of their spatial inconsistency during AD progression.
AP deposition starts in association cortices and spreads from the neocortex to the allocortex,
but brain structure alterations start in the hippocampus and spread from the medial temporal
lobe to the frontal lobe and then progress to the whole brain ( ;

; ; ). Recent studies indicate that neuronal
injury does not necessarily occur where AB plaques are deposited ( ).
Amyloidosis-defined “pure AD neuropathology” is observed in only 30%-50% of patients
with probable AD dementia based on sMRI ( ). In general, the relationship
between AB accumulation and altered brain structure is still inconclusive. Meanwhile, finding
a more accurate analysis method for their relationship has potentially valuable implications for
understanding the pathogenesis of AD.

Some efforts have been made to obtain cross-modal images of AB accumulation and struc-
tural architecture. A previous study applied partial correlation analysis for space-normalized
18F-florbetapir positron emission tomography (PET) and T1-weighted MRI scans and found a
negative relationship between global amyloid load and gray matter volume in preclinical AD
cases ( ). A similar covariance-pattern method was applied to cognitively
normal elderly individuals to identify the collaborative relationship between AB deposition
and atrophy ( ). All of the previous studies have demonstrated that the different
atrophy patterns driven by AB deposition might lead to distinct AD progression. However, spa-
tial resolution varies within the imaging modalities, and inherently lower signal/noise ratios
(such as PET) make it unlikely that the features extracted from a particular imaging modality
will have the same association with the underlying characteristics as those from another imag-
ing modality ( ). Network mapping of images may be an excellent solution to
this type of problem. For example, by calculating the correlation coefficient in the time series
between each pair of regions of interest, functional networks were frequently applied to ana-
lyze the characteristics of brain network dynamics ( ). Interre-
gional similarity networks, such as structural covariance networks (SCNs) or morphometric
similarity networks (MSNs), have been shown to be powerful approaches to capturing ana-
tomical indices ( ). This is because the brain is a complex information trans-
mission system ( ), and cross-regional mining based on a large-scale
network is better for describing the relevant properties within the brain than is isolated regional
analysis ( ; ; ;

; ).

Here, we introduced a novel network coupling measure based on the regional radiomics
similarity network (R2SN) ( ; ) to
explore the potential association between the spatial distributions of A and brain structure
based on sMRI and AB PET imaging. Radiomics features can provide comprehensive and sen-
sitive information about brain regions. Network mapping of both AB deposition and brain
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atrophy signatures based on radiomics features provides better inter- and inner-modal infor-
mation on spatial distribution (7. |. Chen et al., 2008; Z. Liu et al., 2021). It can capture alter-
ations in the AD morphological covariation network with robustness, stability, and a biological
basis and serve as a better biomarker in disease diagnosis, mechanistic studies, and progres-
sion tracking than can traditional MRI measures (Zhao, Zheng, Che, et al., 2021; Zhao, Zheng,
Dyrba, et al., 2022). The R2SN coupling of sMRI and PET networks was computed to evaluate
coalterations among different brain anatomical regions, which provides a new comprehensive
measure for the spatial distribution of the brain rather than isolated brain regions (Alexander-
Bloch et al., 2013; Zhao, Zheng, Che, et al., 2021). We evaluated the basis of this R2SN cou-
pling and further systematic findings that may be a predictor for revealing the relationship
between AB deposition and structural alterations.

MATERIALS AND METHODS
Data Acquisition and Preprocessing

This study included 790 participants (248 normal controls [NCs], 390 MCI patients, and 152
AD patients) with their T1 sMRI and AB PET images of AV45 tracer from the Alzheimer’s Dis-
ease Neuroimaging Initiative (ADNI, https:/adni.loni.usc.edu). The clinical measures included
Mini-Mental State Examination (MMSE) scores, and Rey Auditory Verbal Learning Test (AVLT;
including AVLT1: Immediate, AVLT2: Learning), Alzheimer’s Disease Assessment Scale (ADAS-
cogl1 and ADAS-cog13), cerebrospinal fluid (CSF) AB, CSF Tau, CSF phosphorylated Tau
(p-Tau), and fluorodeoxyglucose (FDG) PET were obtained from the ADNI. Detailed informa-
tion can be found in Table 1 and Supporting Information SOT. All 790 subjects have been
previously reported (Ding et al., 2021; Zhao, Zheng, Dyrba, et al., 2022). The primary aim
of those previous studies was to verify whether radiomics features based on PET images could
serve as biomarkers for AD and whether the radiomics similarity network based on sMRI
could be applied to AD and MCI subtypes. Here, the current study introduced a R2SN to
map structural MRI and AB PET imaging in order to study their cross-modal interregional
coupling.

For each participant, the T1 MRI image was aligned with Montreal Neurological Institute
(MNI) space using Advanced Normalization Tools (ANTSs) after N4 bias field correction (https://
github.com/ANTsX/ANTsPy). The preliminary preprocessing of the A PET image was per-
formed by the ADNI group (https://adni.loni.usc.edu/methods/pet-analysis-method/pet
-analysis/#pet-pre-processing-container). The AB PET image was also registered to MNI stan-
dard space using the ANTs toolkit.

R2SN Construction and Cross-Modal Coupling

The entire experimental process is shown in Figure TA. For each image, a series of radiomics
features (N = 47) were extracted in each brain region (total of 246) defined by the Brainnetome
Atlas (Fan et al., 2016). The definitions and detailed descriptions can be found in previous
publications (Aerts et al., 2014; Ding et al., 2021; Zhao, Ding, et al., 2020; Zhao, Zheng,
Che, et al., 2021; Zhao, Zheng, Dyrba, et al., 2022) and are listed in Supporting Information
S02. All features were described by Aerts and colleagues and implemented as in-house
MATLAB scripts (https:/github.com/YongLiulab/; Y. Liu, 2022). A min-max method was first
introduced to normalize the radiomics features among different brain regions, and the redun-
dancy features were removed in further analysis, which was defined as those features that had
a high correlation with other features (R > 0.9), based on previous studies (Zhao, Zheng, Che,
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Table 1. Detailed information on the subjects included in this study
Group Age (years) Sex (M/F) Clinical measure

All subjects NC (248) 73.78 + 6.08 125/123 /

MCI (390) 71.93 £ 7.37 217/173 /

AD (152) 73.82 £ 7.37 89/63 /

P 0.002 0.24 /
Subjects with an MMSE NC (247) 73.72 £ 6.02 125/122 29.08 £ 1.19

MCI (388) 71.96 + 7.37 217/171 28.03 + 1.81

AD (152) 73.82 +7.37 89/63 22.11 £ 3.63

P 0.002 0.24 <0.001
Subjects with an FDG measurement NC (238) 73.77 £ 6.12 120/118 1.31 £ 0.11

MCI (383) 71.85 + 7.38 214/169 1.25+0.13

AD (144) 73.84 £ 7.51 83/61 1.06 £ 0.15

P 0.001 0.29 <0.001
Subjects with an Ap NC (131) 73.46 £ 6.11 65/66 1,038.42 + 386.43

MCI (278) 71.86 £7.18 157/121 888.74 + 343.83

AD (96) 73.79 £ 7.65 55/41 646.57 + 282.88

P 0.021 0.37 <0.001
Subjects with a Tau NC (186) 73.24 + 6.04 93/93 243.99 + 95.84

MCI (324) 71.55 £7.28 175/149 274.52 + 127.33

AD (101) 74.68 £ 7.76 60/41 379.12 + 153.46

P 0.005 0.31 <0.001
Subjects with a p-Tau NC (185) 73.28 £ 6.03 92/93 22.59 + 10.09

MCI (324) 71.55 £ 7.28 175/149 26.30 = 14.14

AD (101) 73.66 = 7.61 60/41 37.18 + 16.65

P 0.001 0.29 <0.001
Subjects with an ADAS-cog11 NC (248) 73.78 £ 6.08 125/123 5.85 +2.95

MCI (389) 71.96 + 7.36 216/173 9.09 + 4.30

AD (151) 73.76 £ 7.36 88/63 21.61 + 8.22

P 0.001 0.26 <0.001
Subjects with an ADAS-cog13 NC (246) 73.74 £ 6.05 123/123 9.22 + 4.48

MCI (387) 71.93 £+ 7.36 215/172 14.70 + 6.63

AD (147) 73.72 £ 7.34 86/61 32.21 £9.59

P 0.002 0.21 <0.001

Network Neuroscience
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Table 1. (continued)

Group Age (years) Sex (M/F) Clinical measure
Subjects with an AVLT1 NC (247) 73.75 + 6.08 124/123 45.09 + 9.87
MCI (389) 71.90 = 7.36 216/173 3726 + 11.15
AD (150) 73.82 +7.24 89/61 2137 £ 7.39
P 0.001 0.18 <0.001
Subjects with an AVLT2 (N = 1,575) NC (247) 73.75 £ 6.08 124/123 6.01 = 2.32
MCI (389) 71.90 + 7.36 216/173 4.63 +2.64
AD (150) 73.82 +7.24 89/61 1.51 = 1.63
P 0.001 0.18 <0.001
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Figure 1. Global R2SN coupling patterns were discriminative for cognitively impaired states. (A) Overview of the study methodology. (B) The
global coupling scores were significantly different among the NC, MCl, and AD groups. (C—E) Further subgroup comparisons were computed
in each cognitively impaired state according to AB, Tau, and APOE e4. * p < 0.05, ** p < 0.01, *** p < 0.001.
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; ). The node was defined as the brain regions
defined by the Brainnetome Atlas, and the edge was defined as the Pearson’s correlations
between interregional radiomics features. As a result, two models of R2SN (R2SN-TT1,
R2SN-AB) were constructed for each participant. Detailed information can be found in

and

To evaluate the relationship between R2SN-T1 and R2SN-AB, we defined the coupling of
the two networks at the global and local levels. Briefly, the global coupling score was defined
as the Pearson’s correlations between the edge of R2SN-T1 and R2SN-AB.

Global coupling score = Corr({M'|M" € R2SN-T1}, {NY|N" € R2SN-AB}).

Briefly, all edges of the R2SN based on MRI can be converted into a vector with 30,315 x 1
(upper triangular matrix of 246 x 246), the same as R2SN based on PET. Here, the correlations
between two networks were converted into Pearson’s correlations between two vectors with
30,315 x 1.

The local coupling score was defined as the Pearson’s correlations between the connec-
tions of each node based on R2SN-T1 and R2SN-AB ( ).

Local coupling scorej = Corr ({Xjjj—1,. 246 € R2SN-T1}, {yjjjj=1,..246 € R2SN-AB}),
where i and j represent the ith and jth brain regions, respectively.

Grouped Comparison for Cognitively Impaired States

We first tested whether the global coupling score was differentiable among the NC, MCl, and
AD groups by ANOVA with age and sex as the covariates. Then, a two-tailed, two-sample t test
was used to estimate the difference in the global coupling score in AD versus NC, MCl versus
NC, and AD versus MCI, with age and sex as the covariates. Then, further subgroup compar-
isons were computed according to apolipoprotein E (APOE) €4, AB, and Tau. AB+ was defined
as a CSF AB value < 980 pg/ml, and Tau+ was defined as a CSF total Tau > 245 pg/ml, based on

and a previ-
ous study ( ). The local coupling scores were analyzed among
the NC, MCI, and AD groups with a two-tailed, two-sample t test with age and sex as the
covariates.

Clinical Significance of the Global Coupling Score

To investigate the potential biological basis of the global coupling score, Pearson correlations
between the global coupling score and neuropsychiatric measures (including MMSE, AVLTT,
AVLT2, ADAS-cog11, and ADAS-cog13) and peripheral biomarkers (including CSF AB, CSF
Tau, CSF p-Tau, and FDG) were computed with age and sex as covariates, as in previous stud-
ies ( ; ). To further assess whether the cou-
pling level between R2SN-T1 and R2SN-AB can reveal the different clinical progression, the
MCI patients were subdivided into two subgroups (0%-50% with low coupling scores and
50%-100% with high coupling scores) and four subgroups (S1: 0%-25%, S2: 25%—-50%,
S3:50%-75%, and S4: 75%-100%). Survival curves for each subgroup were computed with
Kaplan—Meier analysis based on real follow-up duration information. Here, 1 was defined as
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the MCI subject developing to AD, and 0 was defined as the MCI subject not developing to
AD ( ).

RESULTS
Demographic and Neuropsychological Characteristics

A total of 790 participants were studied, including 248 NCs, 390 MCI patients, and 152 AD
patients. The mean age was significantly different (P = 0.002) among the groups, and the sex
proportion was not significantly different (P = 0.24). The clinical measures (including MMSE
score, ADAS-cog11 score, ADAS-cog13 score, CSF Ap level, CSF Tau level, CSF p-Tau level,
AVLT score, and FDG) were significantly different among the NC, MCI, and AD groups (P <
0.001 with ANOVA; ).

Global R2SN Coupling Patterns Are Discriminative for Cognitively Impaired States

The global coupling score for NCs was 0.72 = 0.04, while the global coupling scores for MCI
and AD patients were 0.71 + 0.04 and 0.68 + 0.04, respectively ( ). The global cou-
pling scores were significantly different among the NC, MCI, and AD groups (P < 0.001 by
ANOVA), with scores of AD significantly lower than those of MCI (P < 0.001 by t test), scores
of AD significantly lower than those of NC (P < 0.001 by ttest), and scores of MCl significantly
lower than those of NC (P < 0.001 by t test; ).

Further subgroup comparisons were computed in each cognitively impaired state according
to AB, Tau, and APOE €4. The global coupling scores were significantly decreased in the A+
NC subgroup compared with the AB— subgroup (P = 0.015) and decreased in the A+ MCI
subgroup compared with the AB— MCI subgroup (P < 0.001; ). They were also sig-
nificantly decreased in the Tau+ NC subgroup compared with the Tau— NC subgroup (P <
0.001) and decreased in the Tau+ MCI subgroup compared with the Tau— MCI subgroup
(P < 0.001; ). There was also a significant decrease in global coupling scores in
APOE g4+ NC and MCI in contrast with APOE g4— NC and MCI, respectively (P = 0.003
and P < 0.001; ).

Global Coupling Scores Were Significantly Correlated With Clinical Measures

Multiple clinical measures were positively correlated with the global coupling scores,
including MMSE (R = 0.221, P < 0.001), AVLT1 (R = 0.277, P < 0.001), and AVLT2 (R =
0.237, P < 0.001; ), while ADAS-cog11 (R = —0.273, P < 0.001) and ADAS-
cogl3 (R =-0.293, P < 0.001) were found to be negatively correlated with the global cou-
pling scores ( ). Meanwhile, there were also positive correlations between the
global coupling scores and CSF AB (R = 0.405, P < 0.001) and FDG (R = 0.286, P <
0.001; ), as well as negative correlations with Tau (R = —0.366, P < 0.001)
and p-Tau (R = —0.388, P < 0.001; ), all of which were corrected by Bonferroni
correction with P < 0.05/9.

Local Coupling Scores Suggested Regional Heterogeneity Links to Ap and Atrophy

After clarifying the global R2SN coupling patterns, we used the image datasets to analyze
regional heterogeneity. Overall, in the AD, MCI, and NC groups, the distribution of regional
R2SN coupling was basically the same, with LOcC_R_2_1, ITG_R_7_1, PoG_L_4_3,
BG_R_6_3, and SFG_L_7_7 having the highest scores and BG_L_6_6, CG_R_7_4,
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Figure 2. Global coupling scores were significantly correlated with clinical measures. The correlation between global coupling score and (A)
MMSE, (B) AVLT1, (C) AVLT2, (D) ADAS-Cog11, (E) ADAS-Cog13, (F) AB, (G) FDG, (H) Tau, and (I) p-Tau. The blue dots indicate the MCl
subjects, and the red dots indicate the AD subjects.

Network Neuroscience

CG_L_7_2, PhG_R_6_2, and CG_R_7_2 having the lowest scores (Figure 3A). The detailed
names of the brain regions are shown in Table S5 in the Supporting Information.

We further compared regional R2SN coupling across cognitively impaired state groups
with age and sex as covariates, and there was a gradual decrease from NC to MCI/AD.
The local coupling scores were significantly decreased in the MCI group compared with
the NC group, including PCun_L_4_4 (t = 7.54, P < 0.001), Hipp_R_2_2 (t = 6.90, P <

0.001), PCun_R_4_4 (t=6.58, P < 0.001), Tha_L_8_4 (t=6.51, P< 0.001), and INS_R_6_2
(t=16.32, P<0.001; Figure 3B). The local coupling scores of AD were also decreased com-
pared with MCI, including Tha_L_8_7 (t = 8.66, P < 0.001), Tha_L_8_6 (t = 7.44, P <
0.001), Tha_L_8_4 (t=7.03, P< 0.001), Amg_L_2_1 (t=6.77, P < 0.001), and Hipp_R_2_2
(t =6.76, P < 0.001; Figure 3C). Finally, there was a dramatic decrease in local coupling
scores in AD compared with NC, such as Hipp_R_2_2 (t = 13.39, P < 0.001), Tha_L_8_7
(t=12.98, P< 0.001), Tha_L_8_6 (t=12.87, P< 0.001), Tha_L_8_4 (t=12.13, P < 0.001),

and PCun_L_4_4 (t = 12.09, P < 0.007; Figure 3D). It should be noted that all of the brain
regions shown in Figure 3 have been corrected by Bonferroni correction with P < 0.05/
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Figure 3. Local coupling scores suggested regional heterogeneity in the link between AB and atrophy. (A) Overview of the general local
coupling scores across the NC, MCI, and AD groups as well as their representative brain regions. The color bar represents the strength of
local coupling scores. The discriminative regions of local R2SN coupling patterns in (B) MCl vs. NC, (C) AD vs. MCI and (D) AD vs. NC.
The color bar represents the T scores between each pair of groups. The bottom bar figures indicate the top 10 regions between each pair
of groups. The error bar indicates the standard deviation of the coupling score. LCS = local coupling scores.

Network Neuroscience

246. Detailed information on these regions can be found at https:/atlas.brainnetome.org
/index.html.

Global Coupling Scores Indicate the Distinct Progression of MCI Patients

To further assess whether the R2SN coupling level could reveal the clinical progression of
dementia, we subdivided the MCI patients into two subgroups according to the average
global coupling scores. Kaplan—-Meier analysis demonstrated that the progression pattern of
the low-coupling subgroup was significantly worse than that of the high-coupling subgroup
(P < 0.001; Figure 4A). To further confirm this result, we subdivided the MCI patients into
four subgroups according to the quartiles of global coupling scores (S1: top 0%—25%, S2:
25%-50%, S3: 50%-75%, and S4: 75%-100%). Kaplan-Meier analysis showed that lower
global coupling scores could reveal worse clinical progression of dementia (Psy vs. s =
0.466, Psy vs. s3 = 0.002, Psq vs. 54 < 0.001, Psy vs. 53 = 0.014, Psy s, 54 < 0.001, Ps3 ys. 54 <
0.001; Figure 4B).
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Figure 4. Global coupling scores indicated the distinct progression of the MCI patients. The survival curve of the different coupling levels: (A)
two equal subgroupings and (B) four quartile subgroupings. ** p < 0.01, *** p < 0.001.

DISCUSSION

The initial motivation for establishing these network mappings is to use analytical tools from
graph theory, system theory, control theory, and the like to mine the underlying peculiarities
behind the original data. There are also many times when networking data can lead to unique
mechanistic annotations; for example, human MSNs recapitulate cortical cytoarchitectonic
divisions and better structural connectomes ( ). In the present study, we
applied R2SNs to construct a morphological covariation network by radiomics, providing a
network perspective to analyze the relationship between AB accumulation and altered brain
structure.

Network relationships can be investigated using methods ranging from simple approaches,
such as statistical models ( ; ), to more complex ones, such
as communication models ( ; ) or biophysical models (

; ). Typically, network coupling by correlational analyses is simple
but useful, and it could offer new insights into individual fingerprinting, that is, how functional
brain networks align with the underlying structural network as measured with diffusion MRI
( ) or how microstructural covariance network is correlated with region-to-
region connectivity ( ; ). This statistical model
offers a data-driven way to associate structural and functional connectivity without assuming
a specific mode of interaction among neuronal populations, which has proven to be helpful in
quantifying the effects of manipulations and perturbations, such as development and aging
( ), neurological and psychiatric diseases ( ), and lesions
( ). Extended studies further explain this coupling as systematic hierarchi-
cal variation in laminar differentiation (

). Similar to the causal interpretation between brain structure and

) and cytoarchitecture (
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function, brain atrophy was always taken as an inevitable event associated with AB deposition
in dementia progression ( ; ). Several AD studies have
shown a temporal sequence between the spreading of AB aggregation species and other
neurodegeneration-based biological signatures underlying atrophy, including tauopathy, neu-
roinflammation, and neurochemical systems ( ). Although no causal effect
was established between the AB pathway and AD-related pathophysiological changes, it has
been suggested that the AB pathway exerts a permissive/facilitating effect on other pathophys-
iological pathways and/or unfolds synergistically at different temporal scales (

). The relationship between the R2SN-T1 and R2SN-AB networks could better reflect the
complex process secondary to the Ap pathway and its direct link to atrophy.

In the analysis of local coupling scores, it was found that the spatial coupling distribution of
brain regions of both the NC and clinical groups was very similar, with the highest local cou-
pling scores in LOcC_R_2_1, ITG_R_7_1, PoG_L_4_3, BG_R_6_3, and SFG_L_7_6 and the

lowest local coupling scores in BG_L_6_6, CG_R_7_4, CG_L_7_2, PhG_R_6_2, and
CG_r_7_2. The consistent distribution of local coupling scores across different groups once
again suggested that the contribution of AB to the disease varied; that is, the contribution to
the morphological changes of brain tissue was higher in brain regions such as the temporal
lobe. Future biological studies of highly coupled areas may provide a more in-depth mecha-

nistic explanation.

In further analysis of global and local coupling scores, we noticed that the coupling pat-
tern constantly declines with the severity of cognitive impairment. A previous study high-
lighted that the coupling of altered gray matter volume and AB was correlated with subjective
cognitive decline-related worries ( ). Even in cognitively normal elderly
individuals, there was a covarying alteration in AB deposition and atrophy ( ).
However, the contribution of A to brain atrophy gradually decreased. In the early course of
cognitively impaired states rather than normal aging, AB depositions acted as a more pro-
nounced accelerator to advance the onset of brain degeneration ( ;

; ; ). AB deposition of upstream events drives
downstream events (neocortical Tau spread, impaired glucose metabolism, and widespread
neurodegeneration; ). These inconsistent biomarkers also result from the differ-
ent AD pathways with distinct progression ( ). This significant stage effect
leads to the differential sensitivity of classical ATN (A [CSF Aby,, or AB4o/Abyg ratio and amy-
loid PET], T [CSF p-Tau, Tau PET], and N [atomic MRI, FDG PET, and CSF total Tau]) in the
diagnosis sensitivity over AD progression ( ; ). We
supposed that the lower the coupling, the more abnormal pathophysiological mechanisms
were involved, which was also an important reason for the poor prognosis of AD. This hypoth-
esis is also reflected in the progressive disease outcome of MCI patients. The lower the global
coupling scores are, the faster the rate at which MCI patients transition to AD. Brain regions
with lower local coupling scores tended to be brain regions with more obvious atrophy
changes in previous reports ( ). All these results indicate that the progression
of AD is the result of the simultaneous effect of multiple biological mechanisms, and the assess-
ment of the contribution of different biomarkers may have clinical value in predicting disease
prognosis.

This study has some limitations. First, the sMRI and PET scans for some subjects were not
obtained at the same time (e.g., 3—6 months). Second, we explored the coupling score of the
R2SN between sMRI and PET in only the ADNI dataset. Another dataset to verify the robust-
ness should be analyzed in future studies. Third, the altered coupling pattern among different
imaging modalities would benefit our understanding of AD pathophysiology in the future.
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Conclusion

In this study, we systematically demonstrated that the alteration of the coupling between brain
networks of brain structure and AB accumulation was related to the solid biological/clinical
basis, which could serve as a predictor for revealing the distinct progression of AD. This study
provided a new measure for exploring the coupling between AB and atrophy.
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